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MassBank is a public repository for sharing mass spectral (MS) data among biological science 

research communities. It is a distributed database. Contributors share the cost of managing 

MassBank by preparing their spectral data in a common record format and by publishing the 

formatted data from their own data servers. MassBank is contributed from 19 research groups with a 

total of 30,312 MS data analyzed on 11,614 chemical compounds. KNApSAcK is a biological 

species-metabolite database which collects 101,500 species-metabolite pairs consisting of 20,018 

biological species and 50,048 secondary metabolites. Metabolomics.JP is a new type of Wiki, on 

which Fragmentation Library, a library of the relationships between mass spectral peaks and 

chemical substructures, was constructed. KNApSAcK and the library will be integrated in a tool of 

chemical structure elucidation of unknown metabolites from their MS data. 
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