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The marine tunicate species Ciona intestinalis has been an attractive research organism for biologists 

for more than a century. Because of its mosaic development, small numbers of cells in the tadpole 

larvae, and its phylogenetic position, C. intestinalis is a suitable model for understanding chordate 

development and vertebrate evolution. Here we developed an integrated protein database, named 

CIPRO. The database includes original large-scale transcriptomic and proteomic data, as well as 

information on its development and morphology, which are linked to gene and protein information. 

The CIPRO database is aimed at collecting those published data, as well as providing unique 

information from unpublished experimental data, such as 3D expression profiling, 2D-PAGE and 

MS-based large-scale proteomic analyses. For medical and evolutionary research, homologs in 

humans and major model organisms are intentionally included. CIPRO is now an international 

standard of tunicate protein database in the tunicate research community. 
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