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Enhancement of quality and usability of primary biological information resources 

Hideaki Sugawara 
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We have substantially enriched the biological information resources by Web API for Biology 
WABI , a metadatabase and method ontologies. WABI provides 124 APIs in 18 functional 

categories, 13 sample workflows, a workflow navigation system and CookBook. In addition, 
workflows have been applied to actual DDBJ services. The metadatabase improves the accessibility 
of primary biological information resources by accumulating access methods of 189 databases 
selected by the analysis of citations in biomedical literature. The method ontologies for wet 
experiments and bioinformatics are prepared for the refined retrieval of information on methods, 
protocols and workflows. 
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DDBJ 2002
DDBJ Web [1]

2006 Web API for Biology WABI
[2]

SOAP REST
WABI Java

Perl Ruby Python C
DDBJ BLAST

DDBJ WABI

IP 2006 2010 3,800
2010 Web API 837 WABI

Web API
Web API

Wiki CookBook http://wabi.ddbj.nig.ac.jp/CookBook_ jp/
WABI Web API Web API

DBCLS http://togows.dbcls.jp/
G-language http://www.g-language.org/
H-InvDB http://www.jbic.or.jp/activity/i_db_pj/h-inv_db.html
PDBj http://www.pdbj.org/index_j.html
EBI http://www.ebi.ac.uk/Tools/webservices/
NCBI http://eutils.ncbi.nlm.nih.gov/

CookBook MediaWiki http://www.mediawiki.org/
Web API CookBook
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GTPS DDBJ International Nucleotide 
Sequence Database INSD, http://www.insdc.org/

ORF
2009 4,897/46,299

2010 21,509/154,631

MiGAP
2009 6

18 780 1.5Gbases
CDS 139

DDBJ National Center for Biotechnology Information NCBI
European Bioinformatics Institute EBI [4] 1

DDBJ Sequence Read Archive DRA
DRA  [5] 2010

12 358 3.2 TB

Nucleic Acids Research 2006
[6]

http://www.ps.noda.tus.ac.jp/biometadb/index.html
CGI Java Applet

Web API

PubMed
189
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Protocol Online

TogoDB
http://togodb.dbcls.jp/ TogoDB

http://lifesciencedb.jp/dbsearch/bird/

Nucleic Acids Research Nature Protocol
Nature Methods

WABI

JST
http://biosciencedbc.jp/

390
280
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RDF/RDFS

WABI

2010
WABI

Web API DBCLS TogoWS Biohackathon[7]
Taverna http://www.taverna.org.uk/ myExperiment http://www.myexperiment.org/ BioMoby

http://www.biomoby.org/ WABI
TogoWS Taverna myExperiment

Web http://www.w3schools.com/semweb/default.asp Liked Data
http://linkeddata.org/ [8]

WABI

Nature Methods http://www.nature.com/nmeth/ Journal of 
Visualized Experiments http://www.jove.com/ 2004 2006
Nature Protocols http://www.nature.com/nprot/index.html 2006 YouTube

DDBJ

Web
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