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Enhancement of quality and usability of primary biological information resources

Hideaki Sugawara
Center for Information Biology and DDBJ, National Institute of Genetics

We have substantially enriched the biological information resources by Web API for Biology

(WABI) , a metadatabase and method ontologies. WABI provides 124 APIs in 18 functional
categories, 13 sample workflows, a workflow navigation system and CookBook. In addition,
workflows have been applied to actual DDBJ services. The metadatabase improves the accessibility
of primary biological information resources by accumulating access methods of 189 databases
selected by the analysis of citations in biomedical literature. The method ontologies for wet
experiments and bioinformatics are prepared for the refined retrieval of information on methods,
protocols and workflows.
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2.1.1 Web API for Biology (WABI)
(1) Web H—E XD E 1L
DDBJ i, 7 —#BREVUMIZE DR 2 RB L T 2002 4Ei2, a2 Ba—27n s A
MHEDDBID AT YRR Yy RE{EHTE L K5I Web ¥— B 2 & Bilhs L7225[1].
2006 42> B O ARFIERREIZ F5 T, Web API for Biology (WABI) & L C% D KIgE722 4k
Je & b & R T2 LT2[2].
BlZIX, RET —F~OXe7 747 > M EOHABEAEOR EOHIz, 47
B L7238 E MU SOAP IZ L 59— B A EEHA REST IC L 2 —E R &M X 72,
ZOPEFEIZ Ko TLWABLHIZEW T, 7/ ARSI S HEH 2 <2 D X 512720 | Java,
Perl 7’1 77 X v 7 53BIZINZ, Ruby, Python, C EfEbHIHFIREE 72 o7,
F7-, FIAED L OBERIZE 2 T, DDB 232 L T & /2% — U — RS BLAST
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- DBCLS (http://togows.dbcls.jp/)
- G-language (http://www.g-language.org/)
- H-InvDB  (http://www.jbic.or.jp/activity/i_db_pj/h-inv_db.html)
-+ PDBj (http://www.pdbj.org/index_j.html)
- EBI (http://www.ebi.ac.uk/Tools/webservices/)
+ NCBI (http://eutils.nchi.nlm.nih.gov/)
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(1) MEMT / LBEROE XL (Gene Trek in Prokaryote Space (GTPS))[3]

GTPS T!X DDBJ T#ih EiF7=v—2 7 a—IZ% > T, International Nucleotide
Sequence Database  (INSD, http://www.insdc.org/) 7> 5AB SV TWAHME &7 —47 7 D
SET ) LRSI E . B 1 BIZORR CORSIZHRT — 4 _X—2LBELELT, &
T T—YarEiil, ORF OENSG LI 2T 7T LT, Z0ORET — & ~—
AL LTARLTWD, FHO—ERahMES L RN 2009 40> 4,897/46,299
25 2010 4E0> 21,509/154,631 ~ &, HOXTE T 5,

(2) MEMT /LB T /T—3> (Microbial Genome Annotation Pipeline (MiGAP) )

WA 7 NEY B @I BEENT T 5V — 27 7 — %3G LT, MIGAPE LT
20094E6 HIZ AR L7z, fENT RAEMF 20 L OVAT A gk & b ic s L,
NP 187 A 8] O fig A BARR A B3 78044 | R AT HE JL AR £ A3 1.5Gbasessr W . Tl
L 7-CDSHE AR 139 Tl 42 0 122 L7z,

(3) DDBJ : 1t X —7 Y kT —2ICx i (DDBJ Sequence Read Archive (DRA))

DDBJ & LT, X[ National Center for Biotechnology Information (NCBI) & BRI
European Bioinformatics Institute (EBI) & i L C[4]. #HiiRe—r oo 1 kT
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Web APl & U —2 7 0 —DHF5EBR%E 1%, DBCLS @ TogoWS <° Biohackathon[7]. #E#+o
Taverna (http://www.taverna.org.uk/) . myExperiment (http://www.myexperiment.org/) . BioMoby
(http://www.biomoby.org/) . 72 EENALTEANCITHOIL TS, WABI (X, FIFEDEL 5
FITHE 2 TWDH Z 212N T, TogoWS, Taverna, myExperiment 72 & CH 846k - FIAH SN T
WL ZENL, T BETEIT A AEBERER L L CEANATHERER 2R L
TV bDEEDbILD, S%IE. A FEREROmEmMEN L LG E I HIEET 5720
2. B~>7 4 v 27 Web (http://www.w3schools.com/semweb/default.asp) <° Liked Data
(http://linkeddata.org/) DFEIEZYLFE 5 Z & bREET L 720 [8],

NAF « AZT=F =L, HAAAEHEREWROMME —D>— o9+ 5 Z &< E
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