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Research and development on prediction methods of protein structure and function,
and their application to Human proteins

Motonori Ota
Graduate School of Information Science, Nagoya University

For the functional analyses of genomic sequences, it is necessary to develop methods to predict protein structures from
their sequences, and to infer protein functions from their structures. We developed methodologies to address these
issues on both fundamental and application bases, and integrated our results into the annotation pipeline of protein
sequences. The data of proteins coded in the human genome was analysed by the pipeline and deposited in the SAHG

database.
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