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Designing analogs of mini J. Med. Chem., 45, 881-887 (2002). K. Sugase,
atrial natriuretic peptide based Y. Oyama,

16 13 on structural analysis by K. Kitano,
NMR and restrained H. Akutsu,
molecular dynamics. and M. Ishiguro
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Sjogren’s Syndrome A. Kidera,

21 13 S. Nakagawa,

T. Nagase, R. Aoki,
N. Kioka,
T. Amachi,
S. Yokoyama,
and K. Ueda
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synthesis of cultured vascular Ichikawa, Y.,
endothelial cells and induces Ishikawa, T.,

o5 13 angiogenesis in vivo Kamiyama, M.,

Hasegawa, S.,
Momiyama, N.,
Miyazaki, K., and
Shimada, H.
MMP-7 (matrilysin) C ancer Lett., 177: 95-100, 2002. Huo, H., Ichikawa,
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7 14 Miyazaki, K.,

Khariwala, S. S.,
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