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Constructing GTOP: Structure-Annotation Database for Genome ORFs
Ken Nishikawa; National Institute of Genetics
Abstract:

Having a huge amount of genome sequence data, we have aimed to analyze the data and provide reliable
information extracted to biological scientists. Focusing on the protein structure prediction, we have so far
analyzed 40 organisms whose complete genomes were sequenced. The tools employed were PSI-BLAST. a
sequence homology search method recently developed. as well as the conventional methods. FASTA/BLAST.
The homology search was conducted for every ORF of a genome as a query against the sequence database,
SwissProt. as well as against the structural database. PDB. A high percentage of all ORFs (40-50% for
eubacteria) was hit to PDB, ie. predictable of protein structure by homology. These results were mainly
attributed to PSI.BLAST. much more powerful than FASTA/BLAST. All the data analyzed were compiled in
a database called GTOP (Genome TO Protein structure and function) . and available on the web:

http://spock.genes.nig.ac.jp/ " genome/gtop.html.
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